Since the publication of the above article, an error was discovered in the genotyping assay for the exon 8 A370T SNP at position 11429 (rs11669576). The P1 and P2 probe sequences for the detection of this SNP were designed incorrectly and end one base before the polymorphic site, similarly the first base of P3 does include the SNP site itself. A comparison with genotype/allele frequencies for this polymorphism in other Caucasian population 1, 2 shows that the frequency of the minor allele (A) was increased in our sample, indicating that the assay used in our study led to skewed results for this SNP. The authors apologize for this mistake. 
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